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Introduction

Assisted reproductive technologies (ART) are noncoital methods of conception involving donor or non-donor eggs and sperm, usually used to treat infertility. ART, including in vitro fertilization (IVF), have resulted in over 9 million births worldwide since 1978 and it is expected that the use of ART will continue to
increase. However, ART are associated with a higher risk for adverse outcomes, including low fetal weight, hypertensive disorders such as preeclampsia, preterm birth, and imprinting disorders. Genomic imprinting is an epigenetic modification in which one of the parental alleles is controlled by methylation, which
results in disorders that impact growth, development, and metabolism. This project consists of two aims: to examine the differences between Natural, IVF, and TEBx placentas and to determine the effect of 2% versus 5% oxygen environments on in vitro generated blastocysts, both using mouse models.
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