African and European Cybrids Display
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and cellular energetics using Seahorse Assay between the African and
European-derived cybrids.

Results: RNA-sequencing analysis revealed significant differences in
gene expression levels of the total transcriptome between the African
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Figure 2. Mitostress Test performed on four L cybrids and six total H, J, Uk cybrids shows differences in energetic profiles between
African and European-derived cybrids

and European cybrids. Using pathway enrichment analysis, we found A B Enriched Pathways A. Energetic profiling using OCR (oxygen consumption rate) and ECAR (extracellular acidification rate) values of individual cybrids
basal enrichment of transcripts involved in antioxidant defense, pathway NES |NOM pval| Genes| source reveals grouping of similar cellular energetics within the African-derived cybrids and within the European-derived cybrids
amino acid metabolism, and the integrated stress response in African B. OCR of each cybrid during the Mitostress Test plotted against time intervals with the following drug injections: Oligymycin
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acidification rate and non-mitochondrial oxygen consumption rate ISR: Target Gene 0.01 | 55 | Space vs H, J, Uk cybrids C. ECAR of each cybrid, measured simultaneously during the Mitostress Test, plotted against time intervals with drug injections
between the African and European cybrids. = DEGs Enrichedin  |Antioxidant Defenses 0.01 | 25 | Space D. Basal ECAR was significantly (P = 1.91x10'") elevated in the European-derived cybrids compared to African cybrids
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insight into cellular mechanisms causing such variation.
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A. Differentially
enriched in either the African or the European-
derived cybrids at a significance of P-adj<0.05

Figure 1. RNA sequencing and pathway analysis reveal basal transcriptional differences between African L

and European H, J, Uk cybrids

expressed

genes

Pathway enrichment analysis from the RNA-
sequencing analysis data revealed significant
enrichment of transcripts involved pathways

(DEGSs) B.
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